Verocytotoxin-producing Escherichia coli (VTEC) strains of serotype O128ab:H2 were isolated from blood and stool of a 27-year-old male presenting diarrhea-associated hemolytic-uremic syndrome complicated by bacteremia. This report once again illustrates the pathogenic potential of a non-O157 VTEC strain carrying a virulence profile previously associated with mild disease.
I
n May 2010, a 27-year-old male was admitted to the emergency room 4 days after onset of diarrhea, vomiting, and abdominal pain. He had no other recent medical history and had not taken any medication during the prior 3 months. Physical examination revealed that the patient was icteric but afebrile. Palpation of the abdomen was painful in the lower-right quadrant, and a computed tomography scan revealed localized peritonitis secondary to a perforated appendicitis. Empirical antimicrobial therapy with intravenous ceftriaxone (2 g daily) and metronidazole (1.5 g daily) was initiated. Surgical resection of the necrotic appendix and generous rinsing of the peritoneal cavity were performed by laparotomy. Direct examination and culture of the peritoneal liquid collected per-operatively remained negative.
Blood and biochemical tests revealed a white blood cell count of 10,100/mm 3 with 91% polymorphonuclear cells, thrombocytopenia (platelet count, 13,000/mm 3 ), hemolytic anemia (schizocytes; hemoglobin, 10.3 g/dl; lactate dehydrogenase, 840 UI/liter; total bilirubin level, 10 mg/dl; haptoglobin, Ͻ5 mg/dl), a C-reactive protein level of 41 mg/dl, and signs of acute renal failure (creatinine, 5.1 mg/dl; urea, 200 mg/dl). Consequently, the diagnosis of diarrhea-associated (Dϩ) hemolytic-uremic syndrome (HUS) was concluded. Blood and stool cultures performed upon admission yielded Escherichia coli of serogroup O128. Based on results from the Vitek 2 AST card (bioMérieux), the organism was susceptible to ampicillin, temocillin, cefazolin, cefuroxime, meropenem, cotrimoxazole, and ciprofloxacin. The patient received hemofiltration and repeated plasmapheresis during a total of 30 days (once a day during the first week and three times/week during the following 3 weeks). Biomarkers for hemolysis and renal function normalized after 10 and 15 days, respectively. The patient remained well during the following months without relapse.
The E. coli isolate was referred to the Belgian National Reference Center for VTEC/STEC for confirmation and further characterization. Sorbitol-fermenting E. coli strains were grown on sorbitol-MacConkey agar (SMAC), but not on SMAC with cefixime and tellurite (CT-SMAC). A multiplex PCR, aimed at amplifying verocytotoxin (vtx) genes of types 1 and 2 and their subtypes (1), was positive for both vtx1 and vtx2. Strain EH1924 was biochemically identified as E. coli and was confirmed as verocytotoxin-producing Escherichia coli (VTEC) of serotype O128ab:H2 at the Statens Serum Institute (Copenhagen, Denmark) using a tube agglutination assay. This strain fermented sorbitol after 24 h, was sensitive to tellurite, and was ␤-glucuronidase positive. Subtyping of the vtx genes according to the recently developed PCR method by Scheutz et al. (2) revealed that EH1924 carried both vtx1c and vtx2b, two vtx variants mainly associated with uncomplicated diarrheal disease (3, 4) . PCR specific for the enterohemolysin gene (ehxA) was positive (1), but other common VTEC virulence genes, such as the intimin gene (eaeA), were not detected ( Table 1) .
The phenotypic and genetic characteristics of strain EH1924 were compared to those of 13 human and three meat VTEC O128 isolates recovered between 1990 and 2011 in our laboratory (Table  1 ). All isolates fermented sorbitol, except for one roe meat isolate, and 14 of 17 isolates were tellurite sensitive. The virulence profile vtx1c-vtx2b-ehxA carried by EH1924 was also detected in 14 other isolates. fliC gene typing according to Machado et al. (5) was performed and showed that all nonmotile O128 isolates yielded the same restriction pattern as the motile H2-expressing isolates, while this pattern was clearly distinct from that of one motile O128ab:H10 isolate (Table 1) .
VTEC (also called Shiga toxin-producing E. coli [STEC])
strains are food-borne pathogens associated with sporadic cases and outbreaks of bloody diarrhea, which may be complicated by HUS (6) . HUS is characterized by renal failure, hemolytic anemia, and thrombocytopenia (7). VTEC strains of serotypes O157:H7/HϪ are most frequently associated with outbreaks of HUS worldwide, but in recent years non-O157 serotypes have gained more attention due to their reported association with severe disease and outbreaks of HUS too (8) (9) (10) (11) . In concordance with data from other countries (6, 7), most VTEC strains isolated at the National Reference Center for VTEC/STEC from Belgian HUS patients between 1990 and 2011 belonged to serotype O157:H7/HϪ (138/172 [80.2%]) (G. Buvens, unpublished data). The majority of non-O157 isolates (21/29 [72.4%]) belonged to the serogroups O26, O103, O111, O121, and O145, which were classified into seropathotype B according to the seropathotype classification proposed by Karmali et al. (12) . In addition, eight isolates belonged to seven serotypes that have been less frequently associated with HUS: nϭ 1 each for O1:K1:H7, O2:K1:H16, O118:Hunt, O128ab:H2, O178: H19, and Orough:HϪ and n ϭ 2 for O172:HϪ.
Here, we report the isolation of the atypical VTEC serotype O128ab:H2 from blood and stool of an adult patient with Dϩ HUS complicated by bacteremia. While HUS is usually not complicated by bacteremia, some cases of VTEC HUS plus bacteremia have been described (13) (14) (15) . VTEC O157 has been associated with bacteremic urinary tract infection in adults (13) and bacteremia with transmural colitis or intracranial hemorrhage in young children (14) . Recently, Lienemann et al. (15) reported on an invasive O78:HϪ VTEC strain recovered from a 2-week-old neonate as part of a family outbreak in Finland. To our knowledge, no invasive VTEC O128ab:H2 strain has been reported. The fact that the O128 strain was isolated from the blood of a patient with a perforated appendix raises the possibility that the bacteria gained access to the bloodstream as part of that pathology and does not imply that this strain possessed invasive traits.
Others have isolated VTEC O128 strains from humans, cattle, sheep, and food (10, 16) , and serotype O128:H2 has been implicated in diarrheal outbreaks in Japan and Australia (10, 17) . Although most of these strains were shown to carry virulence profiles that are considered to be associated with mild and uncomplicated diarrhea (3, 4) , clearly, they should not be disregarded. Due to the lack of specific isolation methods for non-O157 VTEC, the level of awareness is low, and most clinical microbiology laboratories do not look for these serotypes. In the majority of patients with HUS, the syndrome occurs about 1 week after the onset of diarrhea, and it is often not possible anymore to isolate the organism, probably because of elimination of VTEC (18) . Consequently, their incidence is probably underestimated, and the clinical importance of many non-O157 serotypes remains unclear. This report once again illustrates the high pathogenic potential of an atypical VTEC strain and the versatile clinical manifestations it may present. 
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